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Structural insights into allosteric activation/inactivation mechanism of FFA2
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Integration of AlphaFold with molecular dynamics for uncovering conformational
states of transporter proteins
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Molecular mechanisms of diverse chemokine recognition and downstream signaling
selectivity of chemokine receptors
o iR BE (V¥ Y hrKRF)
Multiplexed nanopore reading of single-molecule protein strands and post-
translational modifications
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Non-catalytic role of phosphoinositide 3-kinase in cell migration through non-
canonical induction of p85beta/AP2-mediated endocytosis
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Spatiotemporal formation of a single liquid-like condensate of a-synuclein by optical
trapping
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Machine-learning-guided simultaneous molecular evolution for affinity, expression,
and stability of antibody fragment
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Structure analysis of diterpene cyclase CotB2 at ambient temperature
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Structure-based statistical mechanical models for predicting folding mechanisms of
any protein
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Structural and functional analysis of Retron
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ChemGLaM: Compound-Protein Interaction Prediction Using Large Language Models
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o KxX B (REEX%¥)
Proposed design of agonist antibodies that induce OX40 clustering based on
physicochemical analysis

o RE Fah (EEKF)
Liquid-liquid phase separation through the IDR of an ER-resident protein PDZD8
induces ER-mitochondria contact sites

o =¥ Mk (FILK¥)
Elucidating the proinsulin quality control mechanism by PDI family
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Structural basis for inhibition of human STATI1 pathway by rabies virus using Cryo-
EM

o HEH B (uEEKRF)
Structural insights into the ACE2-binding affinity of SARS-CoV-2 EG.5.1 spike
protein harboring characteristic F456L mutation

o Tl 4% (LiBEKRF)
The nature of disulfide isomers influences the fate of secretion in the yeast
recombinant expression system

o I #=x (BERIAKRY)
Hydrophobization of a TIP60 protein nanocage for the encapsulation of hydrophobic
fluorescent molecules and their characterization
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Creation of novel proteins with unique properties using deep learning and simulation
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